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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ZFANDS5 7763 BCO011018 NM._ 001102420
About the gene
Official Symbol ZFANDS
Previous Symbol ZNF216|ZA20D2
Official Full Name | zinc finger AN1-type containing 5
Synonyms ZFANDSA
Location 9g21.13
Gene Type protein-coding gene
Uniprot ID 076080
Pathway/Library Ubiquitin Ligases Genes Library
Involved in protein degradation via the ubiquitin-proteasome system. May act by anchoring ubiquitinated
proteins to the proteasome. Plays a role in ubiquitin-mediated protein degradation during muscle atrophy.
Plays a role in the regulation of NF-kappa-B activation and apoptosis. Inhibits NF-kappa-B activation
Gene Summary triggered by overexpression of RIPK1 and TRAF6 but not of RELA. Inhibits also tumor necrosis factor
(TNF), IL-1 and TLR4-induced NF-kappa-B activation in a dose-dependent manner. Overexpression
sensitizes cells to TNF-induced apoptosis. Is a potent inhibitory factor for osteoclast differentiation.
ZFAN5 HUMAN,076080




R PR AR (kS
L11362 ZFAND35 Knockout HEK293T Cells 132/
= DLIRE 13
REFERMH:
Xt TN SRR B B O BB VRN AE, B3-S KA G ST UKIZRSRAaNE, AR, KA.
EEE:

> B RAsgRNAFFIRIFNRZB, R FTFEsgRNAFF, 5L 5 &% 44 [Minfo@beyotime.comZ Bl . sgRNAJFFI{E
BE5ARMM, REESRBMFITAFHTEMEWHE, WAEBLST T AR ZE /MR A NS A
TER R AW SCE L, BT, Ny R IE

> T A A0 P Y B v [ 4 i PR 97 6 B HEK293T 41 g i) CRISPR 2 [A] fi B 40 Jf B € 1, AT Bk R 3B & R BUR IR 55
service@beyotime.com,
> AR T AR AT SO, AR T IRK 2 WEaG T, A TR sEgs i, AR T EEEN.

> N TR RAENERE, 55 SR IRR R T R A

{FF 1R :
1. HEK293THRIEH B RIHEFF:

a.

b.

h.

AHEK293T Cells Ny [FI 2% H () 3£ KlsgRNA . Cas9Fpuromycindyi i i 185 B B e H- 22 i puromycin i e A T7TEI% € I £ 5
FEHEK293 T4 .

AN AR AR M A2 75 IEAERE 7R H PR S SRR R i iz iy 30 VR RAT A (FK) s — /NI EE RS 7% 1 41
/M BB IR AR ) . S T SR AP A2 KOs A A B R S, X T IR R R AN, AT RE S
DLV I 3085 7 7 40 s i 8 8 00 P E A T I8 B

XFFUKIEtRAFA, & Tkegsamib, WL E 55878, V270 BRRGAE: &HEA Tk, 5 EE
5 IR BT RRE A AU R AE B NI B R IR AP L, DDA DR 40 B T = iR BE

WCEIRAT A0 R Ja T R IR A B AT 15 7%, DA AN PRTS 77 IRZS IR ERRR o W7 i AN AT R 75484 RA7 40 B ] 7E-80°C
MR H

SR E LT 10N M, ARFURN0.5-1ml, TS ZE60-90%, BN EFHE 14N 6cmBFFRILA . R I EFERE
ik, FTLAHAL G 23 5emis FR L, X FEAAMIAE KB UT.

R AR RIS, BB IR 70 e A B IR I W BE A, SO A RS VS R A N AR A AR KOIRES
TR I 85% 15 AT A AR AE s R BT INANIREL 2, IS IR E T 55 240 b i B0 R DA V7 (1 40 M P
UOMGBE . an SRR (2 F RIS S B O B R AN, T DL E B R R B R SR I R R B R . ARG IR OE
N OR B BE IR AR SR 7%, IF BAE T CE R IR, OREE — PR R TR, FEIN— B3 B IR, IR R T DUS Bk
BT 5 7R MG 22 5 S BN AE K IAIE N, f R B AF A KRS .

AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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